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Correction: BMC Ecol Evo 21, 118 (2021)
https://doi.org/10.1186/s12862-021-01845-2

Following the publication of the original article [1], a 
potential error was confirmed that the author would like 
to inform the readers about.

In noting that many species of bdelloid rotifer display 
a shared, but variable-length deletion in the 18S rRNA 
molecule that could extend into a critical structural posi-
tion (see original Figs.  1A and 2), it was also cautioned 
in the original article that these deletions could obtain 
from a sequencing artefact. The latter has now been posi-
tively confirmed by one of the authors of the sequences in 
question (Chris Wilson, pers. comm.) and the appropri-
ate GenBank accessions will be amended to indicate this.
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The online version of the original article can be found at https://doi.
org/10.1186/s12862-021-01845-2.
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